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Effect of Kuiyangping on Expression of VEGF and Flt-1 mRNA
in Gastric Mucosa of Rats with Aspirin-induced Gastric Ulcer Recurrence

ZHAO Kun, ZHAO Hong-ye, NIU Shu-dong, WANG Bin"®
( Department of Physiology, Qigihar Medical University, Qiqihar 161006, China)

[ Abstract | Objective; To investigate the anti-ulcer recurrence mechanism of Kuiyangping through
establishing experimental chronic ulcer model. Method: Okeba modified method was used to establish gastric ulcer
model in rats by administering intragastrically with aspirin once a day. Kuiyangping of 5.60 g - kg ' was
administrated for 14 days. The RT-PCR method was used to detect the expressions of vascular endothelial growth
factor (VEGF) and its receptor Flt-1 mRNA in the gastric mucosa surrounding ulcer. Result; Kuiyangping could
increase the expression of VEGF and Fli- mRNA in the gastric mucosa surrounding ulcer ( compared with
recurrence group, P <0.01). Conclusion; Kuiyangping could decrease the gastric ulcer recurrence induced by
aspirin. The effective mechanisms might be related to the enhancement of the expression of VEGF and Fli-1
mRNA | the increase in microvascular permeability, and the promotion of vasculogenesis in the gastric mucosa
surrounding ulcer.

[ Key words | Kuiyyangping; gastric ulcer recurrence; VEGF mRNA; RT-PCR
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